YHUBEP3UTET Y BEOI'PALIY
MATEMATUYKU ®AKVYJITET
bpoj: 322/5-20

Hatym: 12.09.2022.r.

Ha ocuHoBy unana 40. 3akoHa o BuUCOKOM oOpaszoBamy (,,Cin. rmacuuk PC*“ Op.
88/2017, 73/2018, 27/2018 - np.3akoH, 67/2019 u 6/2020 — np. 3akouwu), wiana 67. Craryra
Marematnukor (akynarera YHuBep3utetra y beorpagy, HacraBHo-HayuHo Behe
Maremarnukor ¢akynreTa Ha cenaunu oapxkanoj 09.09.2022. rogune goHeno je

OJIYKY
Yam 1.

[TpuxBara ce u3BemTaj 0 ypaheHoj TOKTOPCKOj TUCEPTALIH]H:

AHA (Munan) JEJOBWR: |, AHAJ/IN34 3ACTVIIJBEHOCTHU [IOHOBAKA CA
IIPUMEHOM YV IIPEJIBUBAIY T- REJINJCKUX EITHTOITA

VY xomucHjy 3a ogopany oapelyjy ce:

[Ipod. np Henang Mutuh, pex. npod- MmeHTOp

[Ipod. ap Cama Mankos, BaHp. pod

np JoBana KoBaueBuh, noreHr

np 3opan Orwanosuh, Hayunu capaanuk MU CAHY

N

Yan 2.

Behe HayuHux o06sacTé NMpPUPOAHO- MATEMAaTHUYKUX HAayKa Ha CEIHULU OJP>KAHO]
20. u 21.07.2020. roguue gano je carmacHoct (02-04 bpoj 61206-2440/2-20 ) Ha npezsor
TeM€ IOKTOPCKE AUCEpTaIHje.
Komucuja 3a npernen u oleHy yTBpAMia je Ja KaHAWJAT UCIyHhaBa YCJIOB y CKJIaay ca
3akspyuykoM CeHaTta YHuBep3UTeTa U TO:
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Yn. 3
Onnyky nocraButi Behy HaydHHX 00JIaCTH IPUPOIHO —MATEMATHUKKUX HAyKa.

JIEKAH
MATEMATHUYKOI ®AKYJITETA

[Ipod. ap 3opan Pakuh



